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Oral Session Program

Thu. 30th November

Speaker | Affiliation Title Chair
12:00-13:00 | Set up posters
13:10-13:220 | Solwata Kyoto University | Opening Remarks
L Molecular-targeted chemogenetics, a next-
Shigeki Nagoya . . . .
13:20-13:55 . o generation technique for manipulating Nagasawa
Kiyonaka University
cell-surface receptors
RIKEN SPring-8
13:55-14:30 Yoshitaka Celj\ter/. 'Ijlme-re.solved crystall.ography of ultrafast Park
Bessho University of light-driven DNA repair by photolyases
Tokyo
Jiangyun Chinese Molecule movies enabled by genetic code
14:30-15:05 &Y Academy of . . vEé Kiyonaka
Wang . expansion (Online)
Sciences
Break (15:05-15:15)
15:15-15:45 Os.amu. RIKEN RCCS Integratwe/Hybnd Mode.llng Approaches shinoda
Miyashita for Dynamic Structural Biology
. L Water-mediated hydrogen-bond networks
Ana-Nicoleta | U f . . . o
15:45-16:25 na-tlicoleta niversity o for signal relay in G Protein Coupled Miyashita
Bondar Bucharest .
Receptors (Online)
Gerhard Ma).(PIanck Molecular simulations in the era of Al and .
16:25-17:00 Institute of . . Shoiji
Hummer . i exascale computing (Online)
Biophysics
Break (17:00-17:10)
Osaka Medical Molecular movie of the catalytic reaction
1710-17:45 Takeshi and . of bacterial copper aml.ng OX|das.e Kimura
Murakawa Pharmaceutical conducted by mix-and-inject serial
University femtosecond X-ray crystallography
17:45-18:220 Valérie Pau.I Scherrer L{Itrafast structural change.s.dlrect the Nango
Panneels Institut first molecular events of vision (Online)
. L Time-resolved studies on the mechanisms
18:20-18:55 Christopher | University of of oxygenases and related enzymes Nango
’ ’ Schofield Oxford . Y8 y &
(Online)
18:55-19:00 | So lwata Kyoto University | Closing Remarks

Dinner (19:30-21:00)

21:00-22:30

Poster Session

22:30-

Remove posters
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Short-Talk Session Program

Fri. 1* December

Room Event hall 403 404 405
AO01_Structural biology AO01_Structural biology B01_Molecular Movie Platform C01_Computational Chemistry
Design & C01_Spectroscopy
Chair lwata Park Yamamoto,” Kubo Miyashita
9:00-9:10 |Masahiro Fukuda Michihiro Suga Hiroaki Matsuura Kiyoshi Yagi
9:10-9:20 [Toshiaki Hosaka Atsuhiro Shimada Akihiro Suzuki Mitsuo Shoji
9:20-9:30  |Ritsu Mizudori Junpei Yamamoto Tetsunari Kimura Duy Phuoc Tran
9:30-9:40 |Kota Katayama Yasufumi Umena Yosuke Mizuno Akio Kitao
9:40-9:50 |- Sam-Yong Park Yuji Furutani Ayori Mitsutake
9:50-10:00 |- - Tetsuro Katayama (Online) |-
A01_Chemical biology A01_Structural biology C01_Computational Chemistry
Chair Kiyonaka Nagano Shoji
10:00-10:10 | Takuya Terai Toru Nakatsu Shigehiko Hayashi (Online)
10:10-10:20 (Takushi Shimomura  [Takehiko Tosha Junichi Ono
10:20-10:30 | Tomohiro Doura Eiichi Mizohata Sriram Srinivasa Raghavan
10:30-10:40 | Tsuyoshi Araya Shingo Nagano Keiko Shinoda

Coffee Break & Photo Shoot (10:40-11:15)

FFWEE (BESFHE BHRBEIOI5L (Closed)

12818 (£)

EEE il 24 kL
e | mEoE =HA | FLOIC BEEMORSE
11:18- - £2HE | BERSTFHEREZICETIZS I AL GHEE
11:24 ‘A s X it D B &
11:24- , BOIRBORODEREREFEVAT LA
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Poster Session Program
Thu. 30th November

£ Bl i RRE—2 41 b
1 #=A BlE K ESHER Crystal structure of photoresponsive ligand bound adenosine A2A
receptor
2 BR EX RBRFEZHER A4 DOEMHFIBERIC OV TOERMRZR
3 Rk KT REBAZEZHRE TUA TR MEER ER S S VHARERD ILIAEE T
LB EZMFEERAV -0 = U5-HT2AZBKIZHT S
L A = 4TI oD I
4 stk I8 ARERFPLEHAH Antagonist® £ F0 1 H 1
5 HE HE ZHEBREI v OOV Fasttime-resolved structural analysis of light-response in
HEL 22— photosynthetic antenna protein Phycocyanin
. . —FuRryFaRrRIToL yFY ZBRI(Z -3
6 IR =& KBRS Zﬁ%?};;{‘fzj’ FZFL Y NpHR DR A v F 2 J #EMRBRIZF 1118
7 % MEERK HEASESRHER Cryo-EM structure analysis of Schizorhodopsins from mesophilic
archaea
8 E WM RRAZRZREZRPRE ERREZETLHFrRILO KT U OBER VBRI
9 B fli— Waseda University Hybrld in SI|ICC.) drug study pased on quantum molecular dynamics with
virtual screening and docking
10 Bl HK ZTAET Identifying functional hotspot residues for activation in M2 muscarinic
receptor (M2R)
2, - - Molecular mechanisms of structure support and smooth rotation in the
A Ah g A =
N 2 RRIRAPEDELFR bushing/rod complex of bacterial flagella
12 KA BH T KSRk S IS R Stepwise calmum binding in photoluminescence protein; aequorin,
revealed by the time-resolved spectroscopy
13 gk E AEBREIFHRER YEFRZEDOMAERERA L-RHB T ILY = UBZEE1OEEHEH
14 EFEBEHAE 5 HRAPEPRHER Cryo-EM sructure of the zeaxanthin-xanthorhodopsin complex
" =] B 381 5E vz, 3 =] * 7
5 BE Sk I 5 S S A ;}Eas);kiéfm)l‘lﬂ% IEEZERAV . ¥ b OLBIEERORGEER
16 FH ER HSHPMERT #EHEERTF  Characterization of a light-gated K+ channel generated by introducing
A an photo-isomerizing unnatural amino acid
17 EF RB S ACCS Overweﬂw of our researph”(:ollaboratlons performed in the research
area of “molecular movies
18 Duy Phuoc Tran HETEAS . ARETSE SHt?J\:jv;he mGLU1 receptor dimer be activated: a molecular dynamics
19 B HBE FILRFESFEBERPMZE  Real-Time Structural Changes during the Light-induced Water Oxidation
= AT of Photosystem Il Caught by Time-Resolved Crystallography
20 @K BEX AHBARREIEHER REBRCL DT T/ Y UNRARBRDOY T4 1 TEIRMEER
21 Sriram Srinivasa RIKEN ResiDEM: Analytical Tool for Isomorphous Difference Electron Density
Raghavan Maps Utilizing Dynamic Residue Identification via Density Clustering.
2 8Kk BX S A E PR SR Low background gra.phen.e sample holder for XFEL-based
crystallography and imaging
23 £% A= HEER ALY E{LiE Structural and dynamic insights into the biased signaling mechanism of

the kappa opioid receptor.
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Z=1:0) iR RRE—54 L
2% mO HE A B T E R Understanding of protein functional expression using hybrid QM/MM
free energy method
25 Mt FH HRRFEZRMER Structural basis for the highly sensitive channelrhodopsin GtCCR4
- SEFRERAZETLTHY VEBOLODILFENE L UBRNDF
s - Sy =2t
% A% FF BRERAL PaDiels-Alder &t 1 R 1.0 31 (h BV O AR
Towards Elucidating the Structural Dynamics of Animal and Microbial
27 Nipawan Nuemket JASRI Rhodopsin using Time-Resolved Crystallography at XFEL and
Synchrotron
28 Basudev Maity Tokyo Institute of Technology =~ Observation of a CO release reaction within protein crystal.
29 EA/N Foth JASRI SPring-8 BL41XUIZ & 1+ 2 BN EIEEMITIRBEDEE
N e i L T . Non-cryogenic X-ray crystallography under various ambient conditions
= = e i M Ey| AT oD —
0 B/E AE BIREAMFHAL 2 using the humid air and glue-coating (HAG) method
31 R/ OEE FEERFEIHHER IW—TITERIZE DIV F—/82 VR REDEHHIH
32 A% H# EMAFIZHER TL—bRFY R T LERWTRPVIOFRMIERILEHDIER
33 f&HA &3k HRKF SERFHATEE Structural and functional analyses of pump-like channelrhodopsins
M BE £¥ HAKRZETMERERER TR UBILERCOB20D ERHE R SR
Synthesis of photocaged L-tyrosine containing proteins through an
35 RiR £E E5F BDR Escherichia coli cell-free protein synthesis system for time-resolved
structural analysis
PRI BT WEARIEH  Development of an in-vacuum diffractometer for protein micro-
36 WiE R ot s
RtoE— crystallography
. HBENIL—TICEB LT EDIRTAVRICEBT T/ D UA2AR
37 IAN R E MIME 70 %3 e :
Wi a6 LHBRFEIFHER UKD BT 51
R4 g ek 4
38 KB & ggglik?—kq—ﬁm T Crystal structure of V2HeR3, a Viral heliorhodopsin transporting proton
r = Department of Chemistry, KU Decarboxylation via two-photon absorption process results in efficient
39 KE FMHR .
Leuven LSSmOrange photoconversion
40 KB B SERT A S.tructur.al features of Lumi intermediate on a primate blue-sensitive
visual pigment revealed by FTIR
MOk ERE B34 A S5 TE T SR SR TR Analysis of protein simulations using relaxation mode analysis and 3D-
RISM theory.
42 B BE HRAPZKPZREZERMHER A caged lactate for light-induced biosensor activation
43 N\K & HEHCPR EHBQM/MME FEVNZEEHEIED RFELIEH
— = KIRKFREREBRTEHME  Time-resolved serial femtosecond crystallography of light-induced
8 structural changes of a bifunctional cryptochrome
Department of Physics, School
of Science and Technology, . . . .
45 iEH B Meiji University / Department of Struct.ural a.nd .Computatlo.nal Insight into Dynamics and Intermediate
S . State in Activation of Orexin 2 Receptor
tructural Biology, School of
Medicine, Stanford University
46 Luo Fangjia JASRI Time-resolved structure analysis enhanced by mixing and improved

liquid injectors
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T3V RZyd—%EA 1v15—-L(JvII1)
HP: https://awaji.grandnikko.com/restaurant/coccolare/buffet.php
#1€:4,950 [ (Fid)
%19:30-21:00(90 %)
KFTYO70 bRICTERBEHF B TEIILLKESL,

TvI1aHESNLBVAA

Y RBICEEWNLA NI VEIFIAWNZEZITET (hitps:/awaji.grandnikko.com/restaurant/) o
HBZEIN-LY—EACEEINDAE. CFIARHE (11/30) ® 21:00 EFTICTAY PMAB B ULHES
W QUFRVANT LD I77—AMEIMBEREL, 7AVAVTLYIT77—AM+¥1000. FIE B EA R +¥1,500)
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